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J Med Virol 83(7): 1121-1127, 2011.

2. Picornaviridae

NJ Knowles, T Hovi, T Hyypi&, AMQ King, M Lindberg, MA Pallansch, AC Palmenberg, P Simmonds, T Skern, G Stanway,
Teruo Yamashita, R Zell

Virus taxonomy (Ed: King AMQ, Adams MJ, Carstens EB, Lefkowitz EJ.), Elsevier, San Diego, pp 855-880, 2011.

< >

3. Antimicrobial ointments and methicillin-resistant Stgphylococcus aureus USA300

Masahiro Suzuki, Kazuhiro Yamada, Miki Nagao, Emiko Aoki, Masakado Matsumoto, Tatsuya Hirayama, Hiroaki
Yamamoto, Reiji Hiramatsu, Satoshi Ichiyama, Yoshitsugu linuma

Emerg Infect Dis 17(10):1917-1920, 2011.

4_ Variation in M protein production among Streptococcus pyogenes strains according to emm genotype
Masakado Matsumoto, Masahiro Suzuki, Kaoru Hirose, Reiji Hiramatsu, Hiroko Minagawa, Masaaki Minami, Ichiro
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Tatsuno, Akira Okamoto, Michio Ohta, Tadao Hasegawa
Microbiol Immunol 55(6): 379-387, 2011.

5. An enrichment medium for increasing a very small number of Vibrio parahaemolyticus cell to detection limit
of the loop-mediated isothermal amplification (LAMP) assay

Mitsugu Yamazaki, Hidemi Aoki, Yoshito Iwade, Masakado Matsumoto, Kazuhiro Yamada, Hiroaki Yamamoto, Masahiro
Suzuki, Reiji Hiramatsu, Hiroko Minagawa

Jpn J Infect Dis 65(2):111-116, 2012.

6. Prevalence of a Streptococcal Inhibitor of a Complement-Mediated Cell lysis-like Gene ( sicG ) in
Streptococcus Dysgalactiae subsp. Equisimilis
Masaaki Minami, Mariko Ichikawa, Hideyuki Matsui, Nanako Hata, Naoki Wakiyama, Masakado Matsumoto, Michio Ohta,

Tadao Hasegawa
Curr Microbiol 62(3): 884-887, 2011.
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39(3): 139-146, 2011.
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IS printing system 0157 PFGE
23 21 23 47-66 2012.
11 PFGE IS printing system
0157 PFGE MRSA  PCR POT
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1,000 1,500 EV 2000

09 10 12,519 29 1,492 EV A16
CV-A16 264 CV-AMd CV-A6 EV-71 CV-A10 A
CV-A16 B
6 E-6 E-13 70 Cv-B5 E-30 E-18 CV-B4 CV-B1
2000 09 10 111 67 41
2003 09 2,476
(V) 491 Gl 13 GIl 478 A (RT-A) 220 (Ad)40/41 a1
2006 09 NV Gll.4 143 GI1.6 GIl.3
Gll.2 GIl.12 GIl.13 Gll1.16 2006 07 Gll.4 RT-A
Gl 80 G3 G9 G2 G8 Gl 63 Ad-41
Ad-40 2003 2007 V) (AstV)
SV 26 Astv
52 2011.6.11
2. Taxonomy of Picornaviridae: Current Situation and Future Proposals < >

Nick J. Knowles, Tapani Hovi, Timo Hyypid, Andrew M.Q. King, A. Michael Lindberg, Philip D. Minor, Mark A.
Pallansch, Ann C. Palmenberg, Tim Skern, Glyn Stanway, Teruo Yamashita, Roland Zell
XV International Congress of Virology, Sapporo, 2011.9.13

3. Detection and Nucleotide Sequence Analysis of New Aichi Virus in Wastewater Samples < >
Aichi virus (AiV) is a species of the genus Kobuvirus in family Picornaviridae, consists of a single serotype,
and is divided into three genotypes A, B, and C with approximately 90% sequence homology in VP1 region. Primers
for RT-PCR were designed based on the sequences of the AiV and Bovine kobuvirus genomes. Primers corresponding
to the nucleotide sequence of Kobuvirus 3D polymerase gene were used in RT-PCR for amplification of the viral
genome from 207 of wastewater samples. Out of 207 samples, 137 samples (67.8%) were positive for amplification
of AiV nucleotide. AiV A sequences were detected in all 137 samples. AiV B sequence was detected in only one
sample. New sequences of AiV were detected from 9 samples, had 83% similarity to AiV A in this region, and
distinct from AiV A and B by phylogenetic analysis. Out of the 9 samples containing with new type of AiV, one
(Y12/04) was used for sequence analysis of the other regions. A total of 6 overlapping cDNA clones spanning
from VP3 to 37 UTR regions genome of Y12/04 wastewater sample were obtained and their nucleotide sequences
determined. The genome consist of 5,125 nt, which encode a potential polyprotein precursor of 1,737 aa, and
the 3~ end by 244 nt. No. of nucleotide in each regions were as same as that of AiV except 3A and 3 ” UTR regions.
The nucleotide (amino acid) identity of complete VP1 region was 69.1 % (64.9%) between Y12/04 and AiV. The
phylogenetic analyses based on the nucleotide and the deduced amino acid sequences of VP1, 2C, 3C and 3D showed
that Y12/04 was independent from all other genotypes of AiV, and the evolutionally distance was equivalent
to that among the different serotypes of enteroviruses.

Teruo Yamashita, Emi Mizutani, Hirokazu Adachi, Miyabi Ito, Akira Fujiura, Hiroko Minagawa

XV International Congress of Virology, Sapporo, 2011.9.15

4_ Human SCARB2-dependent infection of clinical isolates of Coxsackievirus Al4, A16 and Enterovirus 71

< >
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Seiya Yamayoshi, Setsuko lizuka, Teruo Yamashita, Hiroko Minagawa, Kanako Sanjoh, Noriko Katsushima,
Tsutomu Itagaki, Katsumi Mizuta, Yukio Nagai, Michiko Okamoto, Hidekazu Nishimura, Ken Fujii, Satoshi Koike

XV International Congress of Virology, Sapporo, 2011.9.15

5. Collection/preservation conditions of samples for measles virus detection to improve laboratory diagnosis
for case-based measles surveillance < >

Among the intensifying efforts in Japan to achieve the 2012 measles elimination goal for the Western Pacific
Region, local institutes of public health are expected to perform necessary laboratory tests to ensure the
nationwide case-based measles surveillance. With the recent rapid decline in endemic measles case numbers in
Japan, laboratory confirmation of imported measles and import-related cases, as well as of modified measles,
became more important than ever. As an effort to improve the laboratory diagnosis rate of overall reported
measles cases, we tested measles virus (MeV)-containing samples with MeV isolation and nested double RT-PCR
amplification, after storage of different preservation temperature for different time period. We also prepared
solution for sample transport/preservation with different formula. Addition of glycerin (10%, 20%) improved
the preservation of viable MeV at -20=C. When added to veal infusion broth, MeV could be isolated after 8
months of -20=C preservation. MeV RT-PCR turned out to be positive for up to 21 days when preserved at either
4=Cor at -20=C, longer than virus isolation. Successful MeV genome detection by PCR and genotyping by direct
sequencing of amplified segments from clinical serum specimen that had been stored at 4<=C for 26 days further
confirmed the usefulness of PCR.Induction of MeV RT-PCR to laboratory confirmation of measles will not only
improve the diagnostic accuracy but also provide necessary information for genotyping, leading to more timely
and appropriate decision for containment action.

Hiroko Minagawa, Teruo Yamashita, Yoshihiro Yasui, Mami Hata, Shinichi Kobayashi, Hirokazu Adachi, Emi Mizutani,
Miyabi Ito, Noriko Fujiwara, Akira Fujiura, Katsuhiro Komase
XV International Congress of Virology, Sapporo, 2011.9.16

6. A Foodborne Outbreak of Sapovirus Linked to Catered Box-Lunch in Japan < >

Sapovirus (SaV) is a common cause of acute viral gastroenteritis worldwide and SaV outbreaks have become more
frequent in recent years. In January 2010, an outbreak of acute gastroenteritis due to SaV occurred among persons
in Aichi, Gifu and Mie Prefectures, Japan. The ilIness was strongly associated with eating a delivered box-lunch
prepared by one catering company. Overall, 655 (17.1%) of 3827 persons developed gastroenteritic symptoms.
SaV was detected from 7 of 9 ill persons and 7 of 52 food handlers in the catering company, but all the tested
samples were negative for norovirus and enteropathogenic bacteria. Sequence analysis of RT-PCR products
indicated that the nucleotide sequences of SaV strains from ill persons and food handlers were identical. The
detected SaV strains were genogrouped as SaV genotype 1.2. This is the largest foodborne outbreak of Sapovirus
in Japan.

Shinichi Kobayashi, Noriko Fujiwara, Yoshihiro Yasui, Teruo Yamashita, Akira Fujiura, Mamoru Noda, Hiroko
Minagawa

XV International Congress of Virology, Sapporo, 2011.9.16

2012.1.22.

8. Phage ORF typing
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2 2DCM
Phage ORF typing (POT)
PCR MRSA
2DCM
POT
31 1 43 MRSA  2DCM-web  POT Cica Geneus Staph POT Kit
2DCM
00:03 03 POT 25
MRSA 2DCM POT
POT NY/Japan
2DCM POT NY/Japan
B 12
NY/Japan 2DCM
85 2011.4.22.

9. Evaluation of novel Stavhylococcus aureus genotyping method called Phage ORF typing by detecting phage-derived
ORFs, Staphylococcal cassette chromosome mec and genomic islets < >

Phage ORF typing (POT) was developed as molecular typing method to investigate nosocomial infections of
methicillin-resistant Staphylococcus aureus (MRSA). Genotype of the POT was determined by detecting the
conservation pattern of ORFs consisting lysogenyzed phage. The original POT was designed to analyze New York
/Japan (NY/Jp) MRSA clone. Therefore, the improved-POT was developed to adapt many MRSA clone and
methicillin-susceptible S. aureus (MSSA). To improve original POT, conservation patterns of phage constructing
ORFs among MRSA and MSSA were investigated and ORFs detected in the improved-POT were selected. To identify
Staphylococcal cassette chromosome mec (SCCmec), necA, cassette chromosome recombinase A2, mec gene complex class
A and B, and SCCmec kqpC were included. To estimate clonal complex, two genomic islets were also included. Some
DNA sequences of selected ORFs among clinical isolates were analyzed to design optimized primers set. Finally
the improved-POT was performed in two reaction tubes of 12-plex PCR. In this study, discriminatory power of the
improved-POT was evaluated. 339 MRSA and 72 MSSA were used. Out of them, 27 isolates were collected from three
outbreak cases. 269 of 339 MRSA were recognized as NY/Jp clone and others were various MRSA clones. All isolates
were analyzed by the improved-POT and pulsed-field gel electrophoresis (PFGE). Simpson s indexes of both methods
were calculated using isolates without epidemiological relationships. Isolates were classified into 227 POT
types and 248 PFGE types. Isolates collected from outbreak cases showed same POT types and PFGE types. Simpson ”s
index of POT and PFGE were 0.994 and 0.993 each. Clonality of MRSA could be estimated by detection of SCCmec
and genomic islets. Molecular epidemiology to investigate MRSA nosocomial infection can be performed within
4 hours using the improved-POT. The improved POT can provide scientific evidence rapidly to infection control.
Masahiro Suzuki, Masakado Matsumoto

International Union of Microbiological Societies 2011 Congress, Sapporo, 2011.9.10

10. USA300 < >
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CA-MRSA USA300 MRSA

USA300 MRSA  Panton-Valentine leukocidin arginine catabolic mobile element
CA-MRSA triple
antibiotic ointment (TAO) TAO (BO) (FRM)
B(PL-B) USA300 MRSA USA300 MRSA BC FRM Time-kill assay
USA300 MRSA TAO
USA300 MRSA 19 USA300 MRSA 240 USA300
ATCC BAA1556 ATCC BAA1717 261 BC FRM Time-kill assay
USA300 BC, FRM USA300 ATCC-BAA1717 (BC, FRM
)
USA300 MRSA 19 9 ATCC BAAL1717 10 BC FRM
USA300 MRSA FRM R BC 1 I S
Time-kill assay 15
8
USA300 MRSA  TAO USA300 MRSA
40 2011.12.2.
11. Phage ORF Typing (POT ) < >
PFGE DNA
(MRSA) Phage ORF Typing ( POT )
POT PFGE POT
PFGE
45 72
Sma PFGE POT POT Cica Geneus Staph POT Kit(
)
45 PFGE 28 POT 24
PFGE POT « ) POT PFGE
« ) (31 ) PFCGE POT POT
6.2 4.5 PFGE POT
72 PFGE 65 POT 56
3.6
51
(Simpson 7 s Index) PFGE 0.996 POT 0.986
POT PFGE
32 2011.10.6.
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12. USA300 < >
23 2012.1.21.
13. (MRSA  USA300 triple antibiotic ointment
< >
USA300 MRSA (CA-MRSA) USA300
CA-MRSA (C9)
(FRW) B (PL-B) Triple antibiotic ointment (TAO) USA300
BC FRM BC FRM
USA300 TAO USA300 MRSA
TAO TAO
USA300 BC, FRM USA300
ATCC-BAA1717 (BC, FRM ) BC, FRM, PL-B  TAO 1/16
1,2 /16 ) Time-kill assay
15
TAO USA300
23 2012.1.21.
14. Phage open reading frame typing (POT) MRSA < >
23 2012.1.21.
15. Acinetobacter baumannii 1 < >
23 2012.1.22.
16. < >
PTX)
PTX
PTX
A. .30 36 19 21g ddy PTX 1mL 24
B. ...96 HI9C2 24
PTX PTX Cell Counting Kit-8
A. ...800 400 200 100 ng PTX
12 40 50 ng 23
25 ng B. ...H9C2 PTX 18 24
1Cs, 121 33.8 20.5 10.2 8.6 ng/mL
100 ng/mL PTX 50 ng/mL
PTX 33.8 ng/mL
24 8.6 ng/mL PTX
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152 2011.9.20.
17 < >
« ™ TTX Na
TTX
TTX
(Neuro2a ECACC:89121404) 10 % RPMIZ640 TTX 10 mM
© 1mM (V) 10 ng/mL (CTX) ( )
96 Neuro2a
L WST-8
50 L OV 20 pL CTX L
TTX0.3 MU/g MU/g
TTX
TTX
L 96
153 2012.3.29
v
1. < >
23
Shigella flexneri 2a( )
1
1 23
23. 8 1 Shigella flexneri 2a ABPC,SM,TC
ABPC (KW cpP
CIP SM (CTX) TC NA
(NFX) PPA (FOM) (MNO) 12
2. < >
23 Vibrio cholerae 01 0139
3. A < >
23 A
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23 11
12 0 0157 0103 0121
H Vero VT 0157 0157:H7 VT1
VT2 0157:H7 VT2 0103 0103:H2 VT1 0121 0121:H19
0121:HUT H VT2
2
2 23
23. 6 3 0157:H7 | VT2 23. 9 19 0121:H19 | VT2
23. 6 1 0103:H2 |VT1 23. 9 19 0121:HUT | VT2
23. 6 3?2 0157:H7 |VT1 VT2 | 23.12 1 0157:H7 | VT2
23. 8 1 0157:H7 | VT2
23. 9 1 0157:H7 |VT1 VT2
HUT H 2 2 »
5. < >
52
39
0 11 S. Enteritidis
09
3
3 23
0
4 S. Saintpaul 6 6
S. Schwarzengrund 1 1
S. Typhimurium 1 1
04:b:- 1 1
04:eh:- 1 1
04:HUT 2 2
7 S. Braenderup 2 2
S. Montevideo 3 3
S. Thompson 2 2
8 S. Litchfield 4 4
S. Manhattan 1 1
S. Narashino 2 2
S. Newport 3 3
9 S. Enteritidis 2 4 9
09:HUT 1
2 4 33 39
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23
7 < >

15

23
23 17 Kudoa septempunctata sarcocystis fayeri
23

23 29 22 21
@

23 24 (22 21 ) 100 (22

157 ) RT-PCR (Norovirus: NV)
NV (Sapovirus: SV)
24 12 (50.0 %) NV
21 (42.9 %)
23 NV 12 (Genogroup) Genogroup 1(GI) Genogroup 11(GII)

10 NV Gl (No.14 15) G1.8 GllI
10 Gll.4 (No.22 23 24 28) GII.12 (No.16 17 20) GIl1.2 No.3 GI1.13 No.1
GIl1.15 No.10
@

23 22 (No.2 9)
Salmonella Enteritidis No.2 23 92

10 S. Enteritidis
No.9 23 10

S.Enteritidis

(3) Audoa septempunctata
Kudoa septenmpunctata (No.6 7 8) (No.8)
Kudoa septempunctata

)
(No.21) 12 5 MU/g

1M 20 g ddy 30
10 MU/g
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1234 v
(5/6)
21235 6 4/6) Salmonella
10 Enteritidis 1 (/10)
Salmonella Enteritidis
3123.5
11 @/9)
4 23.5 1
5123.6 :20 0157 0157
6| 23.8 Kuaoa Kuaoa septempunctata
septempunctata
7123.8 Kuaoa Kudoa septempunctata
septenpunctata
81 23.9 Kuaoa Kuaoa septempunctata
septenpunctata
9123.10 2 /2 Salmonella
Enteritidis
10 | 23.11 (8/8)
11| 23.12
12 | 23.12 6
13| 23.12 7
14| 23.12
1 (W)
15| 23.12
1 (W)
16 | 23.12
1 (W)
17 | 23.12
1 (W)
18 | 23.12
19| 23.12
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20 | 23.12 11
1 @)
21| 23.12 112 5 MU/g
22| 24.1 14
4 (3/4)
1 W
23| 24.1 110 (8/10)
24 | 24.1 11
1 W)
25| 24.1 2
26| 24.1 2
27| 24.1 11
28| 24.2 4
7 4/%)
@7
29| 24.3 11
-1
18
A
8. < >
@
23 Salnomella Narashino
SET-RPLA
23
(Thermostable Direct Hemolysin: TDH) KAP-RPLA PCR
LT ST
23 10 025
LT ST PCR

SET-RPLA
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23 45 10 55
10
169 20
18 11 1102004
0157 026
18 11
1102004 0145 0157
9 < >
37(1962)
11(1999)
23
21
@
83
(oral polio vaccine: OPVY) 71 (85.5%)
20 10 19
HeLa, VERO RD-18S
(GY) (HPeV-1)
B3 (CV-B3) 1 (Ad-1) Ad-2 Ad-5
9.6 % ( /83)
5 23
OPV
HPev-1 | CV-B3 Ad-1 Ad-2 Ad-5
1 22 1 1 0 1 0 18 2 2
2 7 0 0 0 0 0 6 0 1
3 23 1 0 0 0 0 21 1 1
4 25 2 0 1 0 1 22 0 3
5 6 0 0 0 0 0 4 2 0
83 4 1 1 1 1 71 5 7
38(1963)
(
)



23 HPeV-1 Cv-B3
Ad-1 Ad-2 Ad-5
40 21
23
10 hemagglutination
inhibition: HI
12 10 % 50 %
6 23
Hl HI
10 10 20 40 80 160 320 640
7.12 10 10 0 0 0 0 0 0 0 0
7.25 10 10 0 0 0 0 0 0 0 0
8. 10 10 0 0 0 0 0 0 0 0
8.16 10 10 0 0 0 0 0 0 0 0
8.29 10 10 0 0 0 0 0 0 0 0
9.5 10 10 0 0 0 0 0 0 0 0
9.12 10 9 0 1 0 0 0 0 0 10
9.26 10 10 0 0 0 0 0 0 0 0
@
70 23
52
A/ /7/2009pdm  AZHINL AHlpdm09 A/ /210/2009 A/H3N2 A
B/ /60/2008 B B/ /1/2010 B
B/ /1/2010 2011/12
A /210/2009 hemagglutination inhibition: HIl
10 10
40
A/ /7/2009 pdm 2009
10 74 % 40 61 %
19 10 82 100 % 40 77 95 %
30 40 36 68 % 09/10 AH1pdm09
A 10 93 % 40 56 %
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19 40 68 77%

20 40 32 59 % 40
B 2009/10
10 97 % 40 82 % 2008/09
B 10 68 % 40 25 %
40
7 23 (%)
A/California/ A/Victoria B/Brisbane B/Wisconsin
7/2009 HIN1)pdm /210/2009 /60/2008 /1/2010
10 40 10 40 10 40 10 40
4 22 45 32 86 55 82 64 36 5
59 22 82 77 91 77 95 a1 64 32
10 14 22 100 95 100 73 100 95 86 36
15 19 22 86 77 100 68 100 100 100 45
20 29 22 82 64 95 45 100 a1 a1 45
30 39 22 68 50 77 32 100 86 a1 9
40 49 22 82 68 91 55 100 73 59 36
50 59 22 55 36 100 36 100 77 45
60 69 22 64 45 100 59 100 64 41
198 74 61 93 56 97 82 68 25
MR 2012
69 198
particle agglutination: PA 16
2% 86 % 96 100 % 8% 22 92 %
20
95 %
324 162
HI
87.7 % 84.6 % 90.7 % 22
92.5 % 92.2 % 92.8 % 100 %
100 % 100 % 58.3 % 61.1 % 55.6 %
18
MR
20
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3.5

D)

HI

HI
32

128 256 512

64

16

<8

™ o o < < o < © ~
©Q S © <t <t © <t i ~
) ® IS > © > 1) ~
16%%8%44@98%9%9423
— 0 ~ < < Q I~ o) 0 < N ™
© 0w 3 AN TS T O~ T T ® e~ ®

18 (
18
18 (
18
18 (
18
18 (
18
18 (
18
18 (
18
18 (
18
18 (
18
18 (
18

9
10 14
15 19
20 24
25 29
34
40

30
35 39

84.6

23
33

36 39
36

37

19
19

25
15

162
162

87.7

90.7

10

- 50 -



19

69 198 23 PAP
10 41.4% 22 46.7 %
13.6 % 14.8 %
59.1 % 51.9 % 10 29 72.7 90.9% 30
% 22.7 %
17 30
21 22 23
-p.48
50
10
<10 10 20 40 80 160 320
4 22 19 0 0 0 0 0 3 13.6
9 22 0 0 0 1 4 8 59.1
10 14 22 1 1 1 1 5 10 86.4
15 19 22 0 0 2 5 4 9 90.9
20 29 22 1 1 3 1 6 4 72.7
30 39 22 18 2 2 0 0 0 0 18.2
40 49 22 17 3 1 1 0 0 0 22.7
50 59 22 22 0 0 0 0 0 0 0.0
60 22 20 2 0 0 0 0 0 9.1
198 116 7 5 7 8 19 34 41.4
69 23 198
1(PV-1) 2(PV-2) 3(PV-3) ( Sabin ) (neutralizing antibody
titer:NT)
11 1 PVl 77 PV2 73 PV3
45 24 40 Pv-1 8 100 PV-2 91 100 PV-3 73 100
1,2 3 25 29
55 1 50 53
30 39 PV-1 77 24 (OPV)
(1PYV) OPV
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(N1

%

Poliol (PV-1)

Polio2 (PV-2)

Polio3 (PV-3)

22 77.3 72.7 45.5
3 22 86.4 90.9 86.4
9 22 100.0 100.0 81.8
10 14 22 95.5 95.5 77.3
15 19 22 100.0 100.0 100.0
20 24 22 100.0 100.0 77.3
25 29 22 95.5 100.0 54.5
30 39 22 77.3 100.0 72.7
40 22 90.9 95.5 86.4
198 91.4 94.9 75.8
10. <
@
58 (1983)
23
12
23
RT-PCR RT-PCR
2 (DEN-2)
12
23. 6.27 1 0
23. 9. 3 1 1 DEN-2
24. 1.15 1 0
24. 2.7 1 0
@
23 11
“r ) 11
1
95 36 56
14
MDCK HeLa RD-18S VERO VERO/hSLAM
PCR
11 12
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47 “r ) A
1
1
13
( )
23. 5.8 (N ) 1 2 1 Ad-2
23. 5.16 \N ) 1 4 4 Ad-2
23. 7.15 S ) 1 4 0
23. 7.18 (E ) 1 2 2 Cv-B1
23. 7.21 (N ) 1 1 0
23. 8.31 K ) 1 3 1 R.japonica
23. 9.12 € ) 1 3 0
23.9.24 K ) 1 2 1 R. japonica
23.10.18 (A ) 1 1 0
23.11. 1 ( ) 7 7 5 Flu AH3
23.11. 4 a ) ( ) 1 5 3 Polio-1
23.11.29 ( ) 7 7 2 Flu AH3
23.11.29 ( ) 4 4 0
23.12. 5 ( ) 10 10 3 Flu AH3
23.12. 6 ( ) 9 9 4 Flu AH3
24 2.13 ( ) 10 10 2 Flu AH3
24 2.18 (F ) 1 1 0
Ad Flu AH3:A Flu B:B Cv:
R.japonica Rickettsia japonica(
20 2012
RT-PCR
RT-PCR Vero/hSLAM IgM ELISA
94 nested RT-PCR (MeV)
25 MeV N D9 24 D8
D8 D9
12 30 24 MeV 70
B19(B19V) (RUBV)
13 B19V RUBV MeV
ELISA MeVIigh
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100 1
14

(
23. 5. 4 T ) 1 3 1 Hv-1
23.5.9 a 1 3 3 Bl
23. 4.25 G ) 1 1 1 BlOV
23. 5.13 @ ) 1 3 1 BlOV
23. 5.19 a 1 3 3 Bl
23. 5.22 ) 1 3 1 BIOV
23. 6.18 a 1 3 1 RUBVIE
23. 6.29 T ) 1 1 1 BlOV
23. 6.20 a ) 1 1 1 BlOV
23. 7.20 K ) 1 3 3 Bl
23. 7.20 @ ) 1 3 2 Bl
23. 8.3 @ ) 1 3 3 Bl
23. 8.6 G ) 1 1 1 Mev D9
23.12.13 a ) 1 3 3 Bl
23.12.30 K ) 1 3 3 Mev DS
24. 1. 2 « ) 1 2 2 MevD8
24. 1. 2 ™) 1 1 1 BlOV
24. 1.12 « ) 1 3 2 MeV D8
24. 1.19 K ) 1 3 1 MevD8
24. 1.23 © ) 1 2 1 RUBV2B
24. 1.29 a ) 1 2 2 MevD8
24. 1.30 E ) 1 3 3 Mev DS
24. 2.3 a ) 1 3 3 Mev D8
24. 2. 4 a ) 1 3 3 Mev D8
24. 2.6 a ) 1 3 3 Mev D8
24. 2.7 a ) 1 3 3 Mev D8
24. 2.11 a ) 1 1 1 Mev D8
24. 2.15 T ) 1 3 3 Mev DS
24. 2.18 a ) 1 3 3 Mev D8
24. 2.17 T ) 1 4 4 MevD8
24. 2.17 T ) 1 3 3 Mev DS
24. 1.28 o 1 1 1 Mev D8
24. 2.23 a ) 1 3 2 RUBV IE
24. 2.21 T ) 1 2 2 MevD8

a ) 1 2 1 BlOV
24. 3. 1 K ) 1 3 3 Mev D8
24. 3. 2 a ) 1 3 3 MevD8
24. 3. 1 a ) 1 3 3 Mev D8
24. 2.28 a 1 2 1 FluB
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24. 3.14 @ ) 1 3 3 MeV D8
24. 3.15 @ ) 1 3 3 MeV D8
24. 3.15 K ) 1 3 3 MeV D8
24. 3.13 a ) 1 3 1 RUBV
24. 3.18 @Gl ) 1 3 3 MeV D8
MeV D9(D8): D9(D8)  RUBV 1E(2B): 1E(2B)  B19vV: B19 HSV-1
1 Flu B:B
®
23 22 B4 71
B4 (CV-B4) 71 (BEV-71)
22 Cv-B4
EV-71
Cv-B4 EV-71 18 22
23 69
198 Cv-B4 EV-71 (neutralizing antibody titer:NT)
15 Cv-B4 1 14 23 36
50 77 EV-71 32 41
73 22
15 23 (Cv-B4)
71 (BEV-71)
)
Cv-B4 EV-71
7 1 22 0 9
2 3 22 23 32
4 9 22 36 41
10 14 22 36 64
15 19 22 68 73
20 24 22 50 68
25 29 22 77 50
30 40 22 77 73
40 22 64 50
198 48 51
8
11. < >
@
RT-PCR
RT-PCR DNA 12.
p-56
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PCR DNA

23 2011/12 AH1pdm
AH1pdm A (AH3)
DNA
HI
A 91 B 13
11 A HI
@)
RT-PCR 23
23
A 16
16
( )
23. 6.24 K 1 3
24. 1. 8 (H 1 1 1 Flu AH3
12. >
1966 1976
1981 1998
24 515
23
@
23 12
21
@
23
1,434 1,444 266 22
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320 218 319 ) 145 91 ) 110 163 )
57 39 ) 56 49 ) 47 16 45 40 4 39 )
41 77 ) 41 % 22 ) 14 12 )
70 67 ) 1,166 1,295 ) 17
511 616 68 45
194 1,434
17 23
7 6 1 3 31
13 1 2 35
12 7 5 1 20 1 46
127 33 12 1 14 1 29 36 77 18 35 6 26 415
0
3 2 7 3 20
4 21 7 4 21 2 62
3 1 1 1 12 18
48 43 5 7 4 26 1 3 2 1 140
1 44 14 59
10 2 32 4 1 1 50
1 2 1 1 5
11 10 21 2 4 29 5 89
34 7 1 9 12 11 16 2 4 12 119
12 9 7 6 4 11 5 1 11 77
266 | 145 41 14 44 57 25 | 218 56 | 110 28 45 47 70 | 1,166
®
VERO Hela RD-18S
MDCK Flu
EV HPeV Reo
Adv Flu
EV Ad Flu
RT-PCR PCR EV
EV Ad A RV-A NV
SV AstV AdV MeV RUBV
B19 B19V Adv Flu
EV AdV MeV RUBV
RS RSV
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HMPV

®

23

221

)

84
RV-AG3

35

Cv-B2

Ad-2

(@}

23

Cv-B5

23
Cv-B2

14

Ad-53 1

57

Cv-B2

2010/11

PV
99
N 128
G3 29 Gl 13
N 4.1
E-7 1
67.2
Ad-2
RV-AG3 13
NV Gl
Ad-41 CV-B4
145
CV-A10
41
CV-A4 HPeV-3
19
12 85.7
44
120
Cv-B5 15
25 56
CV-B3

18 19 23
11 11
23
266 274 183 66.8 226
56.9 PV-1 PV-2
57.9 =128/221 GIl 125 Gl RV-A 51 23.1
G2 AV 25 11.3 412 10
AstV (CV-)B2 CV-B4 CV-B5
NV GII 11
RV-A 51 50 NV GII
41 NV GII
RV-AG2 SV Ad-2 RV-A RV-AGL Ad-41 AstV Ad-3
RV-A G1 SV Ad-2 1  RV-AG3 CV-B2 RV-A Ad-5 AstV
22 91 145 76 52.4
(75.2 %) CV-A6  CV-Al6 33  43.4 EV-71
Cv-B1 CV-B4 CV-A6
CV-Al6 12
22 53.7 CV-A6 40.9%
Ad-3 CV-Bl CV-B3 E-7 Ad-1 CV-A6
21 23
Ad-3 75.0% Ad-1 Ad-2 Ad-5
13.6 Ad-3 Ad-54
28 49.1 ) 39 )
53.6 CV-Bl 10 35.7  CV-B2 E-6
12.0 CV-Ad
23 47 44 936
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A FIuH3 23 523 B FIluB 18 40.9  (HIN1)2009  FluAH1pdm09
2011/12 10 171 148 86.5
FIUAH3 126 85.1 FluB 22 Ad-56
(@)
56 13 23.2 14 PV-1 PV-3 12
RSV HVPV Cv-B3 Ad-2 FIuB
O
110 36 2.7 37 PV-1
36 Ad-2 13 36.1 Ad-3 RSV CV-B3 FIuAH3 FIuB HMPV Ad-1
Ad-5 Cv-B1 RSV  Ad-2
O
28 25.0 PV-3
HPeV-3 CV-A10 Cv-B5
(@)
45 12 26.7 13 HPeV-3 CV-AB CV-A16
Cv-B1 CvV-B5 Ad-1 Cv-B1  HPeV-3
O
47 21 44.7 Mev 18  85.7 RUBV
B19V MeV D8( )
O
70 17 24.3 PV-2
PV-3 15
CV-B5 HPeV-3
Ad-2 Ad-3 CV-A2
CV-A10 EV-71 Cv-B4
RSV RSV Reo-2 Ad-1
®) 23
22 47 MeV 29 RUBV
B19V 2011/12
FIuAH1pdm09 FIUAH3 FIuB(Victoria )
NV G RV-A CV-A6 CVv-Al16 CV-B5
Cv-B1 HPeV-3 Ad-2
24
(1Y)
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18 23

23 (2011 24 (2012)
1

36 40 61 79 115 121 108 48 57 81 118 144 103 50 | 1,166
10 20 32 43 40 60 62 28 31 43 46 46 37 11 511
3 21 18 28 31 63 67 58 24 24 28 69 86 62 34 616
2 2 2 2 3 18 9 4 9 7 2 6 2 68
3 5 10 3 3 2 3 4 1 2 4 5 45
1 8 5 3 6 16 13 10 3 10 14 14 25 41 25 194
PV-1 3 1 4
PV-2 1 3 4
PV-3 2 1 3
CV-A 2 1 1
CV-A 4 1 1 1 3
CV-A 6 1 1 13 22 6 2 45
CV-A10 3 1 4
CV-A16 4 6 9 3 2 6 34
EV-71 1 1 2 4
Cv-B1 3 4 5 1 1 14
CV-B2 1 3 2 2 8
CV-B3 1 5 6
Cv-B4 2 1 3
CV-B5 1 9 8 4 1 23
E-6 1 1 2
E-7 1 1 2
HPeV-3 5 7 2 14
FluAH1pdm 1 2 3
FIUuAH3 5 5 7 5 1 2 5 39 62 16 4 151
FluB 2 5 12 1 5 10 8 43
MeV 1 4 9 4 18
RSV 1 2 2 1 2 8
HMPV 1 2 1 1 5
RUBV 1 1 2
Reo-2 1 1
RV-A 3 1 4
RV-A G1 2 3 6 1 1 13
RV-A G2 1 4 5
RV-A G3 1 8 5 6 7 2 29
NV Gl 2 1 3
NV _GII 2 8 5 7 7 1 2 1 3 15 20 30 19 5 125
SV 1 2 3 1 2 9
AstV 1 1 2
Ad-1 2 1 1 1 1 1 7
Ad-2 2 1 5 1 7 4 3 1 28
Ad-3 2 3 1 8 3 5 1 2 25
Ad-5 1 1 1 3
Ad-41 1 1 1 2 3 1 3 12
Ad-53 1 1
Ad-54 2 2
Ad-56 1 1
B19V 1 1
5 25 33 39 29 57 64 47 19 21 43 78 116 71 28 675

Ad AstV B19 B19 CV-A A CVv-B

B E EV-71 71 FluAH1pdm FIuAH3 FluB
B HMPV HPeV MeV NV
| PV RSV RS RUBV RV A SV
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19 23
266 | 145 41 14 44 57 25 | 218 56 | 110 28 45 47 70 [1,166
227 61 9 37 20 22 54 19 25 37 511
5 89 32 15 29 15 | 219 36 58 14 21 43 40 616
1 42 10 1 14 68
44 1 45
42 2 12 11 1 2 5 84 29 194
PV-1 2 1 4
PV-2 3 1 4
PV-3 1 1 1 3
CV-A 2 1 1
CV-A 4 2 1 3
CV-A 6 33 9 3 45
CV-A10 2 1 1 4
CV-Al16 33 1 34
EV-71 3 1 4
Cv-B1 1 1 10 1 1 14
CV-B2 2 3 2 1 8
Cv-B3 1 1 2 2 6
Cv-B4 1 1 1 3
CV-B5 1 3 15 1 1 2 23
E-6 1 1 2
E-7 1 1 2
HPeV-3 2 4 6 2 14
FIuAH1pdm 3 3
FIuAH3 149 2 151
FluB 40 1 2 43
MeV 18 18
RSV 4 3 1 8
HMPV 3 2 5
RUBV 2 2
Reo-2 1 1
RV-A 4 4
RV-A G1 13 13
RV-A G2 5 5
RV-A G3 29 29
NV Gl 3 3
NV GII 125 125
SV 9 9
AstV 2 2
Ad-1 1 1 1 2 1 1 7
Ad-2 10 1 2 13 2 28
Ad-3 2 2 9 3 7 2 25
Ad-5 1 2 3
Ad-41 12 12
Ad-53 1 1
Ad-54 2 2
Ad-56 1 1
B19V 1 1
226 76 22 12 6 28 3 | 193 14 37 7 13 21 17 675
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13.

(1 HIv
18 IC
IC
PA HIV-1 HIV-2 WB
PA PA HIV-1 WB HIV-1
WB HIV-2
23 IC 19
19 PA PA 1 WB
HIV-1
IC 15
PA 15 13 PA PA
WB HIV-1
(2 HIv
61 HIV
WB 23
®
23
FTA-ABS FTA-ABS-1IgM FTA-ABS FTA-ABS-IgM
FTA-ABS FTA-ABS-1IgM FTA-ABS FTA-ABS-IgM
Q)
B C
19 B C
IC HBs PA HCV
HCV 20
22 HCV
B
23 IC HB
513 (0.6 %)
C
23 494 PA HCV 494
1.4% 483 97.8 % 0.8 %
HCV 20
20 23 C
494 7 7 4 0 7 1.4 %
14. < >
10.
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15. < >

16.
23 11 23
24 4 MU/g
0.05MU/g
1MU 20g ddy
15 24
16. < >
54 33
63
14
23
24 30 4MU/g
12 0.05 Mu/g
17. < >
PCR
CBH351 10 Bt10 10
Event76 Btll T25 Mon810
GA21 10 40-3-2 10
PCR ELISA
18. < >
20
22
22 7 23 20 20
20 20 10 10 100 ELISA
1
19. < >
56
23
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20.

11

12

11

578

19

23

21.

23

21

21

23

60
60

10

22

62

63

14

21

84
85

14

22.

PFGE

@

PFGE

23

@

26

10.

50

119

89
12.

13.

HCV

HIV
€)

23

21

60
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1. 23 25 < >

23
-d4
/
LC/MS/NMS
50 mg/kg
88.8 103.1 n b5
150
2. 23 25 < >
23
16 22
1598 175 11.0
23 24 13 23
60
37 1
10
3. ( 23 25 ) < >
PC
PC DMDC-methyl  UV-HPLC DMDC-methyll

PC DMDC-methyl
EBDC-dimethyl
L
100 mL
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PC

ICP-MS

23
38

21
200
22

23
GC-MS GC-ECD
292

24 ng/g

14 6 ng/g
45

0.002 mg/L 0.020 mg/L DMDC-methyl
n=5 2.5 7.1
PC 0.010 mg/L (n=5)
108.5 4.3 83.8 3.1 102.1 6.6
( 2 24 ) <
61 2000 18
ICP-MS
38
18 1
ClI" SO7 HCOy
( 21 23 )<
18
GC-MS
GC-MS GC-ECD
GC LC-MS/NS
GC-MS/MS /
DDT POPs
GC-MS GC-ECD
140 LC-MS/MS
GC-MS/MS GC-MS/MS  LC-MS/MS
300 148 54
DDT 61 1 24 ng/g
HCH 40 1 3ng/g
13 9 ng/g
14 ng/g

- 66 -

EBDC-dimethyl

20 )

75.8

338

GC-MS/NS



LC-MS/MS NCI GC-MS GC-ECD

AB As
150 MMA DMA AB As
LC Agilent

2.0 mv /0.2 mM EDTA-2Na/10 mM

125 /

+ KHo/g Cre
645 2.446.9 N.D. 79 0.6+2.9 N.D. 32
65 100 100 60 18
2.2 39.8 55.2 2.3 0.5 1/2

DMA
< >
1 GC- ECD
52 4
2 LC-MS
52 6
< >
23

PCB

1 251-257, 2011.

: 330-335, 2011.

21 23 < >
MMA DMA
As LC-ICP-MS LC
As
(3288-80000 4.6><250mm
/3 v /1% pH 11
(0.5 25pg/L)
MMA DMA AB As As

1.9+3.1 N.D. 28 42441 5.2 357 75%88 3.5
122+118 12 861

AB AB DMA 95
AB £<0.001
£<0.001
LC MS
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,2

23

23 ,2012.

23

23 ,2012.

23

012.

23

47-58, 2012.

36: 553 2011.

36: 554-558 2011.

- 68 -

33-108, 2012.

23

1 GC-MS

GC-MS/MS

23

87-89, 2012.



3 NPD 2

62: 29-36 2012.

1 GC-MS/MS < >
2 GC-MS/MS
2 -
12mm GPC
SPE SAX/PSA SPE
GC-MS/MS GC-MS/MS 0.01 mg/kg MRM
MRM
101 2011.5.17
2. Outline of Japanese Pharmacopeia 16th Edition Promulgated in March, 2011 < >

The Japanese Pharmacopeia (JP) is an official public standards-setting authority for prescription,
over—the—counter medicines and other healthcare products manufactured or sold in Japan. It should define the
standards for specifications, as well as the methods of testing to assure the overall quality of every drug
in principle, and it should have a role in clarifying the criteria for quality assurance of drugs that are
recognized to be essential for public health and medicinal treatment. The objective of this presentation is
to introduce the newest JP promulgated on March 24, 2011. The JP articles should cover drugs which are important
from the viewpoints of health care and medical treatment based on demand, frequency of use and clinical results.
Therefore, JP should have the characteristics of an official standard, which might be widely used by all parties
concerned. Understanding about the quality assurance of drugs is important for the pharmacist to provide
effective drug information to consumers and health care professionals.

Eiichi Mikami, Takashi Tanahashi, Yoshitomo Ikai, Rumiko Hayashi
The 11th Asian Conference on Clinical Pharmacy, Pasay City, Philippines, 2011.6.25.

3 205 < >
2,4-
DBP
205 DBP 100 mg
/
60 2011.9.16
4 < >
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100

mg
LC-MS

102 2011.9.30.

5 LC-MS/MS < >
GC-MS LC-MS
LC-MS/MS
ENVI-Carb 14
PSA 2 -
0.01 0.1 pg/g
n=5 70 120 (RSD 15 )

102 2011.9.30.

6 < >
UV-HPLC U-HPLC
LC/MS/NS
UV-HPLC LC/MS/MS
Lyc Con
UV-HPLC LC/MS/NS

102 2011.9.30.

7 GC-MSMS GC < >
GC-MS/MS GC-MS/MS
GC-MS/MS 41
10 ppb GC-MS/NS GC
GC-MS/MS GC

10 ppb

21 22 29 65 GC-MS/MS
GC GC-MS/NS GC



48 2011.11.11.
8
DBP
p- PNP
34 2011.11.17.
9. Journal of Pesticide Science/ < >
34 2011.11.18.
10. < >
pH6.8 pH7.8
PES PTFE PVDF CA NYL PP 15
HPLC pH7.8
pH6.8
PES 20mL
PES 100 PES
PES

132 2012.3.29.
11
< >

(dual-CCC)
17
0.01 mg/kg
73.2 114.6 1.7 7.4
10
132 2012.3.31.

- 71 -

2,4-

PTFE  PVDF

17



12. < >
23 2011.10.6
13. < >
(n=75) 20 22 NO, NO
NOX NO, NO NOx
(1<0.001) ) © (.0 )
NO, NO NOx (p<0.001) No,
(0.06 ppm) 91 (32/35) NO, NO NOx
NO, NO NOx 24 NO NOx
(p<0.05) 24 NO NOx
48 2011.11.11
14.
< >
(n=75)
p<0.01 0<0.001
NO, 97 (32/33) (0.06 ppm)
24
NO NOx £<0.05
NO NOx 24
23 2011.12.9
15. Microcystis [B3-cyclocitral < >
46 2012.3.14
16. < >
(As) As
As B1 As n=12)
(n=150) B2 As (n=15) (p<0.001)
(AB) A (751g/g Cre)  BL B2 (1.5
1.3) (p<0.001) (OMA) A B2
Bl (1<0.001) A As(As )
(VMMA) As Bl As5 MMA DMA
2 As A AB
AB Bl B2
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MMA AB As
82 2012.3.25
17. c-SRC < >
82 2012.3.25.
18. XXX Microcystis B-cyclocitral <
>
132 2012.3.31
19. XXX GC/NS Microcystis \VOC < >
132 2012.3.31
v
1 < >
@
19
GC/MS/MS / LC/MS/NS
36 68
70 N- 14 30 218
25 60 20 10 10
15 100 100 240 52,184
( ) 0.01 ppm 0.02 ppm
1
113 10% 97 10 % 16
&) PCB
18 30 PCB 7 8
7 %) 0.005 0.041 ppm 0.013+ 0.011 PCB ( 0.005 ppm
3.0 ppm 0.5 ppm)
®
14 1.1 ppm
61(1986) 23
20 8 2 10
2 0.06 0.07 ppm 0.06 ppm
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(ppm)
/ /(
) %
2/85 0.01 0.02
/(0.2 0.4)
85 4/85 0.01 0.13
/(0.3 1.3)
2/85 0.02 0.09
/(0.1 1.8)
2/85 0.02 0.29
/(0.4 5.8)
8/85 0.01 0.12
/(1.0 12.0)
1/85 0.03/(30.0)
1/85 0.01/(3.3)
1/85 0.06/(2.0)
1/85 0.02/(0.5)
1/85 0.02/(2.0)
2/85 0.03 0.07
/(0.6 1.4)
4/85 0.01 0.14
/(0.5 7.0)
1/85 0.07/(2.3)
1/85 0.03/(6.0)
1/85 0.03/(1.5)
2/85 0.01 0.02
/(0.4 2.0)
2/85 0.01 0.02
/(0.1 0.4)
2/85 0.02 0.51
/(0.2 5.1)
1/85 0.19/(1.9)
2/85 0.02 0.08
/(1.0 4.0)
1/85 0.16/(8.0)
1/85 0.04/(4.0)
14/85 | 0.02 1.01
/(0.4 20.2)
10/85 | 0.10 0.70
/(1.0 7.0)
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1/85 | 0.03/(1.5)
1/85 | 0.05/(2.5)
2/85 | 0.01 0.03
/(0.5 30)
1/85 | 0.01/(2.0)
2/85 | 0.01
/(2.0 100)
2/85 | 0.03 0.04
/(0.6 0.8)
2/85 | 0.02 0.04
/(1.0 2.0)
1/85 | 0.08/(4.0)
1/85 | 0.06/(6.0)
1/85 | 0.05/(5.0)
1/85 | 0.04/(0.8)
1/85 | 0.06/(12.0)
2785 |o0.00 0.07
/(0.3 2.3)
1720 | 0.04/(0.4)
4/20 | 0.01 0.06
(20 /(0.5 1.0)
1720 | 0.02/(40)
1720 | 0.01/(1.0)
(15) /15 | 0.01/(0.1)
/15 | 0.02/(1.0)
17100 | 0.03/(1.5)
17100 | 0.01/(1.4)
(100) 17100 | 0.02/(0.7)
17100 | 0.05/(1.8)
2/100 | 0.02 0.03
/(2.0 3.0)
17100 | 0.02/(200)
17100 | 0.01/(1.0)
3/100 | 0.02 0.1
/(2.0 20)
17100 | 0.01/(1.0)
3/100 |0.01 0.13
/(2.0 6.5)
17100 | 0.02/(0.2)
3/100 | 0.01/(0.3)
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C)

15 50
45
TBTO TPT 15 12 0.02 0-18 ppm
0.4 ppm 50 42 0.01 2.25 ppm
0.4 ppm 2.25 ppm
( 150 ppm
) - 2
2
15 50
(ppm) (ppm)
=+ (ppm) =+ (ppm)
- - 0.1140.34 N.D. 2.25
0.05=20.04 N.D. 0.18 0.02=2-0.004 N.D. 0.03
N.D. N.D. 0.37 N.D. 0.37
26.3%+6.5 17.9 39.2 0.3%0.3 N.D. 1.4
2.640.6 1.0 3.5 0.820.6 0.2 2.7
19.72.4 15.3 23.9 5.442.7 2.7 13.3
- - 2.342.0 0.2 8.3
- - 0.02 N.D. 0.02
- - 0.01=2-0.004 N.D. 0.02
N.D.:
®
1D LC-MS 2)
1
2)
3 (
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®

15
0.13 0.15 g/kg
0.20 g/kg
0.01 g/kg

0.0003 0.0021 g/kg
0.0010 0.0022 g/kg

0.010 g/kg 0.0050 g/kg
0.001 g/kg
20
0.0003 0.0049 g/kg
0.010 g/kg 0.1 mg/kg
15 ( )10
0.02 0.15g/kg 0.35g/kg)
0.025 0.08 g/kg
0.030 0.50 g/kg 0.01 g/kg
0.4 1.5 2.0 %
BHA BHT
0.01 g/kg 10
0.01 g/kg
20 TBHQ tert-
mg/kg
30
10 0.13 2.29 g/kg
0.13 3.99 g/kg 0.15 0.74 g/kg
0.01 g/kg
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™

®

®

10

10)

0.008 mg/

@an

10

0.001 g/kg

10

20

0.002 mg/

)10

20

)10
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10

10
0.010 mg/kg
0.002 mg/
36
( )10

0.02 mg/

25
88

10



/ (mg/kg) mg/kg
0/7 N.D. 0.05
0/7 N.D. 0.05
o/s7 N.D. 0.02
0/10 N.D. 0.05
0/10 N.D. 0.02
0/10 N.D. 0.003
0/10 N.D. 0.05
0/10 N.D. 0.02
0/10 N.D. 0.003
0/36 N.D. 0.05
0/10 N.D. 0.01
0/10 N.D. 0.01
0/10 N.D. 0.01
0/5 N.D. 0.05
0/5 N.D. 0.05
N.D.:
12
10 36 25 10
( )10 83
5- -1H-
-2-
0.01 mg/kg
13
23 22
0.01 mg/kg
23 23
(1) 0.01 mg/kg
2 < >
@
84
24 64
75 ppm 20
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@

23

16

0.1mol/L 30 L

414 455

()

() 2 98
) 10
() 14 99.4
15
100.3 98.5 103.0
113

% )
.9 96.3 103.3
99.8 98.5 101.6
97.3 101.7

27

P N W N O

90

17 pH

60

(pH
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@

117

€)
17

©)

pH

®

12

50 mg
16

€y

16

318

15

- 81 -

174
10

pH
60



23 11 5
52
16 5
15
( )
5
( )
8 22 1 7 8 29 11 14 8 29 11 14
11:08 11:10 10:50 10:50 13:20 13:15
26.5 26.5 31.0 19.0 31.8 22.7
21.5 14.6 25.0 15.5 26.5 16.1
mg/L | 0.0005 0.0005 0.0005 0.0005 0.0005 0.0005
mg/L | 0.0002 0.0002 0.0002 0.0002 0.0002 0.0002
mg/L | 0.001 0.001 0.001 0.001 0.001 0.001
mg/L | 0.005 0.005 0.005 0.005 0.005 0.005
2-
( 0.001 0.001 0.001 0.001 0.001 0.001
) mg/L
13 20 14 21 22 26
mg/L
mg/L 0.004 0.004 0.012 * 0.014 * 0.003 0.002
mg/L 1.8 1.1 1.4 0.7 1.0 1.1
1,1,1- mg/L | 0.001 0.001 0.001 0.001 0.001 0.001
( 6.1" 2.7 6.2" 3.7° 3.5" 2.7
) mg/L
(TON) 1 1 1 1 1 1
mg/L 44 53 43 55 50 52
pH 6.8 7.4 7.0 7.2 7.2 7.6
( ) 28" -1.97 -2.5" -2.0" -2.0" -1.6 "
mg/L 0.12 " 0.03 0.07 0.04 0.03 0.01
* 0.01 3 0.1 mg/L -
@)
102 13
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20 :0.005 mg/L
0.00022 mg/L 0.00011 mg/L 0.00035 mg/L 1/100
7. < >
@
54
55
23 30
pH TOC
(0.00001 mg/L)
(0.000011 mg/L) 23
18 0.000117 mg/L
6
5 30 7 4 8 1
18.2 26.0 23.9
pH 7.0 7.3 7.4
s/ 36.4 40.0 30.7
mg/L 0.10 0.03 0.02
mg/L 0.005 0.005 0.017
mg/L 0.29 0.19 0.23
mg/L 0.73 0.43 0.55
mg/L 0.053 0.018 0.020
KMnO, mg/L 6.7 6.1 6.8
TOC mg/L 1.9 1.6 2.0
a mg/L 0.002 0.007 0.009
mg/L 0.000001 0.000011 0.000001
2- mg/L 0.000001 0.000001 0.000001
-LR mg/L 0.0001 0.0001 0.0001
m 465.95 466.06 465.58
m/s 14.8 2.0 3.6
m/s 14.9 2.0 3.0
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30 7 4 8 1
Cyanophyceae( )
Anabaena spp. - - 2
Bacillariophyceae
Asterionella formosa 19 160 14
Aulacoseira spp. 4 - 9
Fragilaria sp. 1 - -
Chlorophyceae
Eudorina spp- - 16
Volvox sp. - 4
Cryptophyceae( )
Cryptomonas spp- 14 ‘ 10 22
Dinophyceae
Ceratium hirundinella - ‘ 7 -
Zoo plankton
Polyarthra vulgaris - ‘ - 1
/mL o +: /mL (1 100 pm ) * /mL -
2011
@
23 13
1,2- 1,1- -t-
18 1,2-
0.0004 mg/L 0.001 mg/L
8. < >
@
0.001mg/L
0.01 mg/L 0.004 mg/L 0.02 mg/L)
@
142 15 29
50
50 50
9 < >
23 11
pH
ce (T00) .
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10 < >

61
-137(¥Cs) 30
25 23
16 Bics  BiCs
(  Buw/kg)
11 < >
38
11 0.19
mg/L 1.0 mg/L 10 0.05 mg/L
pH
12. < >
15 5 30 50 GC-MS  ICP-MS
11
12 \VoC
2-
35 15
230
41 43 323 2,203
13. < >
102
204 23
92
-1 -1.9 -1.1
14. < >
34 424
15. < >
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pH

23
16 >
@
(
) (
19 10 20 10 23
10
@
19
121
20 10
23
17. < >
23 3 1
23 28
23 ( GC-4018 35
| Bies FCs ( Bg/L)
18 >
23 3 1
35 (6C-4018
3 (500 Ba/kg) (s )
(6C-2018 17
48
48
8
/ Bics (Baskg) Ycs (Baskg)
2/20 N.D. 16 N.D. 20
5/15 N.D. 5.8 N.D. 6.3
0/5 N.D. N.D.
0/5 N.D. N.D.
0/3 N.D. N.D.
N.D. <1.6 < 3.1 Ba/kg

19

140

10



19.
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23 3 1
22 23
66 B B¥Cs ¥iCs ( Bg/L) (
30 Bg/L 50 Bg/L)
20 < >
23
20 60 10
10 mL 2.5 m 80
ICP-MS
9 + n=30 0.9240.43 pag/L 0.27
1.89 pag/L ICP-MS (0.1 3.5 pg/L)
9
Mg/l Hg/g Mg/l
+ + +
15 1.11 = 0.36 0.74 = 0.33 0.94 = 0.25
(0.51 1.86) (0.41 1.49) (0.53 1.49)
15 0.73 = 0.43 0.87 = 0.24 0.84 = 0.27
(0.27 1.89) .57 1.32) (0.53 1.51)
30 0.92 + 0.43 0.81 = 0.29 0.89 = 0.26
(0.27 1.89) (0.41 1.49) (0.53 1.51)
- 7{( 1)>1000/20}
21. < >
23 9
10 23 12 24 25
B
NO, NOx
A B
@
Der pl
Der f1 INDOOR ELISA
10 Der 1 Der pl+Der f1
100% 88% Der 1 Der pl Der f1



10

Hg/g fine dust
Der pl Der f1 Der 1 Der pl + Der f1
28 42 9.6 32 32 46
N.D. N.D. N.D. N.D. 0.10 N.D.
2.7 3.6 2.3 3.7 5.1 7.3
0.11 0.15 0.92 0.57 1.7 1.8
6.7 9.6 2.7 7.7 7.6 12
/ 13/25 13/25 24/25 21/25 25/25 22/25
(52 %) (52 %) (96 %) (84 %) (100 %) (88 %)
O B
B3
B
€]
0.19 13 0.99 35 (EU/mg finedust) B 36 530 72 670 (pg/mg fine dust)
B VoC
VoC 1.2 1.5m 24
VoC GC-MS 22
HPLC
(50/50 / ) (49/50 (30/50
(36 % ) (36 %) (28 %) (56 %)
240 pag/m? 22
(TVOC) 70.9 pag/m 105.4 pag/m®
(400 pag/ m’ a-
C NO, NOx
NO  NOx 24
NO, 11.9 ppb 36.7 ppb
(v = 0.001) NO, 60 ppb
16 %
NOx
20.0 ppb 102 ppb (p < 0.001) NOX NO,
NOx
NO, 6.4 38 ppb NOX 3.9 110 ppb NO,15.4 ppb
NOx 25.0 ppb NO,22.9 ppb NOx 36.2 ppb
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57 23 30

23
26 ( 1)
26
1 23
23. 5.26
4
23. 6.29 3
23. 104 4 3
4
23. 8.26 3
23.12. 8 4 3
24. 1.12 4 3
24. 1.13 4 3
24. 1.26
4
24. 2.16 3
1.
@
23
1 13
0157(VT1 VT2
Shigella flexneri 2a Clostridiun perfringens

14

-89 -



12

No.1

0.150 g/kg

septenpunctata
@
2.
@
23
12
@
29
2.1
26

13

10

75 100

%

0.1505 g/kg
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p.9%4
15
4
Grubbs
0.3 3.5

Kudoa

11



57

23 30
3
3

23. 104 53

23. 12.8 25

24. 2.24 55

1.
57
23 22
“ 01577~ 22
16 VT1
VT2 0 H 18 0
““Shigella flexneri 2a >~ 22 17
2 Shigella flexneri (2a)  Shigella flexneri  a
:(3)4 Shigella flexneri 2a
““Salmonellalitchfield”” ““Salmonellalitchfield”” 1
21 ““Salmonella 08 >~
22
10
-0111 - 0111

A/HINL
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47 21 12
21 25
15
72 92
16 16
12 3
Grubbs %
% 1.4 + 1.07 =
0.09 n=14 8.4 %
Grubbs % (0.006 mg/L)
+ 0.0041 #+ 0.0003 mg/L n=11 7.3 %
3 23
23. 7.22 14
23
23 23.10.26 3
24. 2.28 13
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23. 5.20 34
23. 7. 8 4
23. 8.26 12
24. 1.12 10
24. 1.13 14
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23. 5.17-24. 1.17

a ) 17
23. 6. 8-9.28 4
@ )
23. 7. 5-11.15
“ ) 8
23. 7. 8-23. 9.16 3
23. 9.28 2
23.10.17-23.10.21 23 SPSS SPSS

3 9
23.10.26-23.12.14
G ) 6
23.12.16 1
24. 1.7 2
23. 6.3 12

-0111
23.10. 4 -
)
23.10.31 40
23.12. 8 12
23.12. 9 20
0111
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120
23.4 -
(40 >3
24.3
)
(HIN1)2009
23. 6. 3 30
23. 6.14 40
20
23.7.6-7 80
23.7.6-7 120
23. 7.13 80
23. 8.27 13
-0111 53
23.10. 4
23.10. 7 200
23.11.27 1,500
55
24.2.24
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23.11.10

23.11.25
23. 5.6 3
23. 5.13 2
23.6.29-7.1|( ) 1
23.7.8 4
23. 7.22 3
23. 8.15-19 1
23.12.19-20 | ( ) 1
23.12. 8- 9 2
24. 1.31 2
23. 4.27 2
23. 5.10 6
23. 6.29 5
23. 6.21 .
23.7.5 |3

23. 7.14 2
23. 8.19 12
23. 8.27 13
23.9.7 2
23. 9.9 4
23. 9.27 3
23. 9.28 4
23.11.10 1
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23.11.15 2
23.11.24 2
23.12. 6 4 6
1

24. 1.17 1
23. 4.22 | Streptococcus thermophilus 1

23. 4.27 ( 1m
23. 6.15 1

23. 6.20 2

23. 7. 5 | Streptococcus thermophilus 1

23. 7.29 ( 3 mL
23. 9.13 2
23.10.12 200 mg

(

23.10.26 3mL
23.10.27 2
23.10.31 ( 3m
23.11.29 ( 13 3mL
24. 3.1 12.5 mL
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23

. 4.12

23

. 4.12

23

. 4.15

23

. 4.18

23

. 4.20

23

. 4.21

23

. 4.26 1

23

. 4.27

GXP

23

. 4.28

23

. 5.13

23

. 5.19

23.

5.20

23

. 5.25

23

. 5.26

23

. 5.26

23.

6.1 1

23.

23.

6. 8

23

. 6.10

23

. 6.15

23

. 6.22

23

. 6.28

23

. 6.29

23.

7.7

23

. 7.13

23.

7.14

23

. 7.22

23

. 7.26
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23.

7.28

23

. 71.28

23

. 7.28

23.

8.1

23.

8. 2

23.

23

23.

23.

23.

23.

23

23

23

23

23

.10.26

23

1.6

23

A1 7

23.

11. 7

23

J11.11

11

23.

11.16

23.

11.17

23.

11.17

23.

11.28

23.

11.28

23.

12. 1

23.

12.12

23.

12.13

23.

12.14

23.

12.15

23.

12.21
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23

.12.22

23

.12.26

24

. 1.13

24.

1.19

24

. 1.25

24

. 1.26

24

. 1.26

24.

1.26

24.

1.26

24

. 1.27

24

. 1.3

24.

2.10

24.

2.13

GXP

24.

2.13

24.

2.15

24.

2.16

24.

2.17

24.

2.23

24.

2.24

24

. 2.27

24

. 3.6

24

. 3.9

24

. 3.13

24

. 3.19

24

. 3.21

24

. 3.28

23.

7.12

23.

8. 8

23

. 9.28

23

.10.26

24

. 1.27
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24. 2.22 8

24. 2.23

23. 5.16 1

23. 5.18

23. 6. 3

23. 6.17

23. 6.28 1

23. 6.29 32

23. 6.29 32

23. 8.22 1

23. 9.6 2

23.10.13-14

23.10.18 62

23.10.31

23.11.10-11 48

23.12.9 2

24. 1.18 2

24. 1.19

24. 1.19 24

24. 2. 2

23. 5.28 HIV

23. 6. 2

23. 6.13

23. 6.30

23. 71.22
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23. 7.29

23.8.1

23. 9.26-27

23. 9.27

23. 9.30

23.10.14

23.11.11

23.12. 1

23.12.12

23.12.19

24. 1. 6

24. 1.13

24. 1.18

24. 1.23 GMP

24. 2. 9-10

24. 2.10

24. 2.24

24. 3. 7
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23. 5.10 1
23. 5.25
23. 5.27 1
23. 5.30
23. 7.25 2
23. 9.29 2
23.10. 5 3
23.10.20 48
23.12.15 4
24. 2. 8 3
24. 3. 6 5
23. 4.21-22 85
23. 5.16-17 101
23. 5.18

10
23. 6. 2-3 18
23. 6.11-12 52
23. 8.5 4
23. 9. 6-9 2011
23. 9. 11-16 59

2011

23. 9.19-20 152
23. 9.29-30 102
23.10. 3- 5 70
23.10. 6 32
23.10.19 70
23.10.21
23.10.27-28 29
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23

.11.17-18

34

23

A2 1-2

40

23

.12. 8- 9

23

.12.15

19

24

. 1.21-22

24

. 1.27-28

22

24

. 3.13-15

37

24

. 3.15-16

46

24

. 3.25-26

24

. 3.28-31

132

24

. 3.28-29

153

23.

6. 3

23

. 6.29-30

32

23

.10. 6-7

23

.11.10-11

48

23

.11.22

24.

1.19

24

24

.2.2-3

24

.3.1-2

23

.10.20

48

23

.10.27-28

23

2.5

24.

1.20

24.
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10

23

.4.6-7,7-8,

14-15

23

. 411

23

. 4.20

23

. 4.25

23

. 4.26
5.18

23

. 5.10

23.

5.10

HIV

23

. 5.12

23

. 5.13
5.27

23

. 5.18

23

. 5.23

23

.6.2-3

18

23.

6.10

23

. 6.14

23

. 6.15

2011

23

. 6.21

23

. 6.22

23

. 6.30

23
23

.7.1,11-12
.7.6,14-15

23.

7.8

23.

7.8

23.

7.14

23.

7.14
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23. 7.21

23. 7.25-29

23. 7.26

23.8.1,5

23. 8.9

GCMS

23. 8.22

23. 8.22

23. 8.23

23. 8.24

23. 8.30

23. 9.1

23. 9.9

23. 9.9

23. 9.12

23. 9.13, 15

23. 9.26-27

23. 9.30

23.10. 7

23.10. 7

23.10.10-11
11. 2

23.10.22

23.10.28-29

23.10.28

23.10.31

23.11. 2,8-9,
11.11-12

23.11.18

23.11.21-22

23.11.25
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23.11.30

24.11.30-12. 1

23.12. 1

23.12.13 HIV

23.12.17

23.12.22

24. 1.10 HIV

24. 1.24 2

24. 2.1

24. 2. 8 2

24. 2.9

24. 2.10 11

24. 2.10 JEOL 2012 JEOL

24. 2.14-15

24. 2.15

24. 2.22-23

24. 2.24

24. 2.27-28

24. 3.1 8

24. 3.12

24. 3.13 HIV

24. 3.13 NESID(National Epidemiological Surveillance
of Infectious Diseases)

24. 3.23
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(2 )

24. 2.21
human parechovirus
open reading frame (ORF)
phage ORF typing
23.12. 9 111
2011
111
24. 3. 5
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17

(
23. 6.24 The 11th Asian Conference on | Pasay 16
=27 Clinical Pharmacy City
23. 8.22
=27
23.9.6
-10 International Uniion of
Microbiological Societies
2011 Congress
23. 9.11
-16 International Union of

Microbiological Societies

2011 Congress
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)

(http://ww._pref.aichi.jp/eiseiken/mag.html) PDF

http://ww.pref.aichi . jp/eiseiken/syoho6l.pdf 2011

24 62 -
1 10
11 18
2010711
19 27
29 36
2
-©@ 2011 37 4
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52
12 http://wmw_pref.aichi. jp/eiseiken

VOL| No.

3B 1 23. 8.31

14

1 11 30
(http://wmw.pref_aichi. jp/eiseiken)

23 1,519,114

23 124,558

4,151 1,309,347 116.0%

o1 119,904

12,876,318 3 105,464

86,160

77,017

O|o|IN|oO |0 D>

212,286

10 139,641

1 106,888

12 128,166

( ) 24 1 177,373

139,297

102,360

23 1,519,114
12,876,318
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RS 71
2011/12 AH3 B
23 0111 EHEC
Kudoa septenmpunctata
23
)
100
23
23 4
157
- 4
23. 5.6 7 EHEC 111
23. 5.12 every
23. 5.26 ) 157, 26
23. 6.1 26 157
23. 6.6
23. 6.21 | KTN 21
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23. 6.23 | NHK
157, 26

23. 6.23 7 10
23. 7.17
23. 7.19 7 2
23. 7.20
23. 8.23 | BS 9 3

9 8
23. 9.8
23. 9.15 | CWN USA300
23. 9.15 | MyHealthNewsDaily USA300
23. 9.15 | WebMD USA300
23.10. 3 10 4 RSV
23.10. 7 | NHK 10 9 RSV
23.10.21 10 24
23.10.31 11 2
23.11. 2 11 2 up RSV
23.11.18 | CBC 11 18
23.12.26
24. 1.12 ( )
24, 2. 7 News every.
24. 2.16 news every.
24. 2.17 | NHK 2 17
24. 2.24
24. 2.29 (H24.4
24. 3.27 3 3
24. 3.29
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23

24

23

52

105

59

11

40

33

300

12

11

11

28

68

22

29

13

11

31

19

23

17

122
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462-8576

40
24 8 15

http://www.pref.aichi.jp/eiseiken

052-910-5604
052-910-5683
052-910-5684

052-910-5618

052-910-5619

052-910-5654
052-910-5674
052-910-5669
052-910-5654

052-910-5638
052-910-5639
052-910-5643

FAX

052-913-3641




